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An automated, scalable proteomics data analysis workflow Proteograph analysis suite with a smart cloud infrastructure

Seer data lake, an actionable hub for robust
Large scale proteomics analysis

Liquid Chromatography coupled with Mass Spectrometry (LCMS) is the premier detection A combination of AWS services to To organize our results, we adhere to the principle of polyglot persistence, where differently
technology for comprehensive proteomics analysis of complex samples, yet its commonly- ¢ d tri dat structured data is stored in different types of databases to best suit our needs.
used data analysis tools are not built for scalability into the future. prOceSS, store, and retrieve adata » Highly structured experimental data in a relational PostgreSQL database (SeerDB)

The AWS ecosystem at Seer » Instrument readings and quality control data (largely unstructured) in non-relational MongoDB

» APIs and various internal apps to query both datastores and return information collectively
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